In the title molecule, C 16 H 14 N 2 O 2 , the fused cyclohexene and pyran rings adopt an envelope and a flattened boat conformation, respectively. In the crystal, N-HÁ Á ÁN and N-HÁ Á ÁO hydrogen bonds link the molecules into corrugated sheets parallel to the bc plane.
Related literature
For the biological activities of substituted pyran derivatives, see: Lokaj et al. (1990) ; Marco et al. (1993) . For the crystal structure of a related compound, see: Tu et al. (2001) . 
Experimental

Crystal data
Data collection
Bruker SMART APEX CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.974, T max = 0.988 7077 measured reflections 2535 independent reflections 1083 reflections with I > 2(I) R int = 0.063 Refinement R[F 2 > 2(F 2 )] = 0.045 wR(F 2 ) = 0.114 S = 0.81 2535 reflections 182 parameters H-atom parameters constrained Á max = 0.12 e Å À3 Á min = À0.11 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: XP in SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXL97. -5-oxo-4-phenyl-5,6,7,8-tetrahydro-4H-chromene-3-carbonitrile 
2-Amino
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Comment Much interest has recently been paid to the design of polyfunctionalized substituted pyran derivatives, owing to their wide range of biological activities (Lokaj et al., 1990; Marco et al., 1993) . We obtained the title compound, (I), and report here its crystal structure.
In (I) (Fig. 1) , the bond lengths and angles of the main molecule are normal and correspond to those observed in 2- -7,7-dimethyl-5-oxo-4-phenyl-5,6,7,8-tetra-hydro-4H-chromene-3-carbonitrile (Tu et al., 2001) . The fused cyclohexene and pyran rings adopt an envelope and a flattened bath conformations, respecteviley. The dihedral angle between the O1/C1/C2/C5/C6 and C2/C4/C5 planes is 16.67 (14) °. The O1/ C1/C2/C5/C6 plane forms an angle of 89.01 (8)° with the phenyl plane. In the crystal, the nitrile group is typical [N≡C = 1.146 (3) Å] and the carbonyl group also is reasonable [C═O =1.228 (3) Å]. The C5/C6/C7/C8/C9/C10 plane also adopt an chair configuration in the compound, and the the dihedral angle between the C5/C6/C7/C9/C10 plane and the C7/C8/C9 plane is 46.14 (3)°.
amino
In the crystal structure, there exist typical intermolecular N-H···O and N-H···N hydrogen bonds (Table 1 ). The amino N1 atom of one molecule links through H1B to the nitrile N2 atom of another molecule, creating a dimer. The amino N1 atom of one molecule also links through H1A to the keto O2 atom of another molecule to form the two-dimensional framework.
Experimental
Malononitrile (10 mmol), 1,3-cyclohexanedione (10 mmol),and benzaldehyde(10 mmol)was dissolved in 20 ml e thanol ml in a round-bottom flask. The mixture was warmed, with agitation, to 353 K over a period of 3 h. The resulting solution was cooled. Crystal of (I) suitable for X-ray diffraction analysis were obtained by slow evaporation.
Refinement
All H atoms were placed in geometrically idealized positions (N-H 0.86 and C-H 0.93-0.98 Å) and treated as riding on their parent atoms, with U iso (H) = 1.2U eq (C) (C,N). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
